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A.  Positions and Honors

Professional Positions
1988-1990


Postdoctoral, Research Institute of Scripps Clinic

1996-present

Adjunct Assistant to Adjunct Associate Professor, The Scripps Research Institute

1990-present

Assistant Professor, then Professor in Biochemistry, Univ. of California, Los Angeles

Awards and Honors
1984-1987
NIH/USPHS – National Research Service Award

1991-1996
NSF Presidential Young Investigator Award

1993
Sidhu Award – Pittsburgh Diffraction Society
2002
Fellow, American Association for the Advancement of Science
2004
Hanson-Dow Award for Excellence in Teaching – UCLA

2006
Plenary Lecture – German Crystallographic Society

2006
Jacob Marschak Lecture – UCLA

Panels and Service (since 2003)

Cal State LA Bioinformatics Institute – SAB and Mentor (2003-2005); DOE Genomes to Life Program, Protein Structure Prediction - panel member (2003); NIH, Physical Biochemistry study section – ad hoc (2003); NSF, Biological Databases and Informatics – program reviewer (2003); DOE-GTL Cellular Interactions - panel chair (2004); Joint Center for Structural Genomics - Scientific Advisory Board (2004-2006); NIH Computational Biophysics Special Emphasis Panel (2004, 2005); Protein Science – Editorial Advisory Board (2006-); NIH MSFC study section (ad hoc) (2006); NIH Computational Biophysics Special Emphasis Panel, BCMB-Q (2006); Co-Editor, Acta Crystallographica, sect. D (2006-); NIH MSFB study section (ad hoc) (2006); Editorial Board, Protein Engineering Design and Selection; NIH MSFD study section (ad hoc) (6/2007, 10/2007)
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